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TASK FORCE ON 

DOCUMENTATION 

SOFTWARE FOR 

GENEBANKS. 
29th August 2024.

Zhivko Duchev. TF Co-Chair.

Sipke Hiemstra. TF Co-Chair. 

Fernando Tejerina. TF Co-Chair. 

Summary of TF Initial Objectives
• Establish common requirements for animal genebank

database software. 

• Recommend a database software for genebanks. 

• Support each other in the implementation of the 

database software. 

Permanent TF

• Analyze the operation of the solutions implemented.

• Maintain and further develop of the database  

recommended and promote the incorporation of new 

countries to the TF
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TF Members.

• Zhivko Duchev – ERFP (TF Co-chair).

• Sipke J. Hiemstra – The Netherlands (TF Co - chair)

• Ina Hulsegge – The Netherlands 

• Annemieke Rattink – The Netherlands

• Delphine Duclos - France

• Danijela Bojkovski – Slovenia 

• Tina Flisar – Slovenia 

• Daniela Wasem – Switzerland 

• Melissa Raemy – Switzerland 

• Fernando Tejerina – Spain (TF Co-Chair) 

TF 2023-2024 Activities.

VIDEOCONFERENCE 4TH MARCH:

1. TF members + 8 “EXTERNAL” attendances. 

2. Share experience on the implementation of new software in 

genebanks. 

• Implementation of Biolomics data base in CGN 

Wageningen. Ina Hulsegge/Annemieke Rattink. 

• Implementation of at home designed data base in the 

NGB of Spain. Sonsoles Zabala. 
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TF 2023-2024 Activities.

VIDEOCONFERENCE 4TH MARCH:

3. Discussion on:

• Storage and management of genomic information in genebanks:

o QUESTIONNAIRE (10 ANSWERS):

o Example from Slovenia. 

o Proposal to work on genomic data by The Netherlands.

• Common format for data exchange within different databases: not a priority at this 

moment.  

TF 2023-2024 Activities.

VIDEOCONFERENCE 4TH MARCH:

4. Activities for the next year:

• Support countries in the implementation of new databases 

software for genebanks, with main emphasis on the 

database Biolomics. 

• Analyze and search for common solutions for the storage, 

management and use of genomic information in relation to 

genebank collections in collaboration with the initiatives in 

this issue.
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