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Cinta Senese

KIT

CCTCGCAG CAG GAG CABITACAGGAATATTTTGGAGCTTCAT
NGCTTCCACTEEIMGGCT
ACCCGTGAAGTGGATGGH JGAGAGCATTTTCAACTGTG
TCTACACATTTGAAAGCGA JGGTCCTATGGGATTTTTCTGT
GGGAGCTCTTCTCTTGATAAARTGCACCTTGCCAAAGGCACCT
CAGTTAGACTCTGGGCATCTTCTTTAAGATGTTCCCATTGTCCTG
CTGGCTGCCTGTGACACTGATTGCAAACCCTTGTGRIGGAG
CAGCCCCTACCCCGGAATGCCAGTGATTCTAAATTCTACAAGATG
ATCAAGGAGGGTTCGAATGCTCAGCCCTGAG
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ARTICLE INFO ABSTRACT

Articde hictary: The posibility o authen ticate food praducts Is crical to defend local livestodk praduction chains from
Received 28 june 2015 frauds. Cinta Senese is an autochthonous pig breed meared under extensive or semi-extensive manage-

Received in revised form
9 Dember 201
Acerptes 18 Dewember 2015

ment systems, mainly in the Tuscany (ialy). A Protected Designation of Origin (PDO) brand for Cinta
Senese meat was recently btained. The breed is characterised by atypical black with a white-belted coat
colour pattern. We analysed a coat colour gene (KIT) to |dentify 3 DNA marker that coukd be wseful for
_ Cinta Senese meat product authentication. An informative single nucleotide polymorphism (SNP) was
Keywards: identified among di nt KIT gene haplotypes that were obiained from several pigs of diferent breeds.
This SNP (2435875450 = T, pasition on porci ne chiomasome 8 in the Sscofall 2 genome assembly) was
genotyped by FCR-estriction fragment length polymorphism (RFLP) in 631 animals of 11 different pig

NP
Coat colour gene

m

T,:m,,,,!, breeds and one wild boar population. Allele T was almost Foed in Cinta Senese (95.9%) and absent in
Authenticity many breeds and was considered the Lag SNP of the belted allele. Probability to comectly assign an
Pig fresd unknewn meat sample to Cinta Senese was Q.97 LOD. This DNA marker can be wseful to distinguish meat

of Cinta Senese pigs from meat of non-belted pigs. This, it could be.an important tool not only to defend
Cinta Senese pork chain from frauds but also to design breeding plans to eliminate non belted alleles
from this pig population

& 2015 Elsevier BY. All rights reserved.

Inta Senese Herd Book:
Ixationof the KIT Tallele

‘ Product authentication
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Pigs (II) Phenotypicheterogeneityin Casertanaopulation
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Pigs (II) Phenotypicheterogeneityin Casertanaopulation
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PopulationgenomicanalysesisingSNP chip data
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PopulationgenomicanalysesisingSNP chip data

1.0 EDNRA
0.8 1
0.6
K 02 :]
. » 0.0
a) Albino breeds W oo
0.4 3
05
1.0
1.0
0.8 3
0.6
0.4
I 02 j
b) Silver/ greying breeds  * o9
o4
0.6
0.8
1.0
0.8
06
04
. 0.23
c) Spotted breeds ¢ ‘90
w oz j
0.4
0.6
o5
1.0
0.8 i
0.6
04
; 0.2]
d) Dwarf / small breeds w oo
04
0.6
0.8
1.0
1.0
0.8 1
0.6
04 ]
e) Giant breeds b 52
Ww oo
0.2
e 3
i
1.0
0.8 i
0.6
04 3
f) Meat production B 0o
W oo
0.2
0.4
0.6
bt
1 2 3 4 5 7 8 9 10 11 12 13 14 15 16 17 18 19 21
Ghivsiiisasiie ALMA MATER STUDIORUM

28 UNIVERSITA DI BOLOGNA



Asinara

f

Sardinia

ALMA MATER STUDIORUM
UNIVERSITA DI BOLOGNA



a Donkey

Mutation in the tyrosinase(TYR gene
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Conclusions

A We haveconductedthroroughresearchon
numerousltaliananimalgeneticresources

A By miningheir genomeswe extracteda wealth of
Information anduniquefeatures that car{i) inform

conservatiorprogramsand (i) shed light orbasic
biologicalmechanisms

31




32

N Luca Fontanesi
» Full Professor

Francesca Bertolini
Associate Professor

fOSTFlIYAL
Associate Professor

Paolo Zambonelli
Associate Professor

Samuele Bovo

- Junior Assistant Professor

Bioinformaticsg data analysis

Anisa Ribani
Junior Assistant Professor
Moleculargenetics

Giuseppina Schiavo
- hJ[lr/isbngAssistant Professor

Jacopo Vegni
PostDoc
Dataanalysis

Valeria Taurisano
Postdoc
Moleculargenetics

Matteo Bolner
PhDstudent
Dataanalysis

ALMA MATER STUDIORUM
UNIVERSITA DI BOLOGNA



Acknowledgements

ﬁﬁﬂhllﬂ}mf
ri'
&;a 3
S 5
2 I
< =
% =
%3? :}"?’ associazione nazionale allevatori suini
% Razzn

gr SUISH “ ﬁ
dualbrelilng SUIS[“ CUN-FU-2 TREASU

Sosten bile Diversity of local pig breeds and production systems for
high cueakty traditional products and sustanabile pork chains

Cofundedby ¢ swsesecmsrencenst I 1l 0220
the European Union E DELLE FORESTE ... 3 ."...... r
. o ..o. p .
ec-Ace 1‘-?!”‘% Animal #ne.

@5 Re- leesl:ock

S ® 0g L.
. U an RESILIENT FARMING SYSTEMS
. (S FEEDTHEPlG@

POS-Cattle H‘H‘H‘
© DeepMilk

ALMA MATER STUDIORUM
UNIVERSITA DI BOLOGNA



Mining the genome of Italian
animal genetic resources provided
hints on peculiar genetic features:
Examples of successful stories

ALMA MATER STUDIORUM

Animal and Food Genomics Group
Department of Agriculturaland Food Sciences
University of Bologna, Bologna ltaly

. . luca.fontanesi@unibo.it
Animal and Food Genomics Group @

ERFP 2024 meetingrlorence, 29 August



N B Al Vodenese
5 R (Bianca \Val Padana)

Parmigiane
Reggiano
cheesearea

‘/

L'\
CONSORZIO
VACCHE ROSSI

ALMA MATER STUDIORUM
35 UNIVERSITA DI BOLOGNA



Cattle(ll)

Modenese

Reggian
Jd (Bianca Val Padana)

Parmigiane as; -
. RALY
Reggiano EIF252
= GRiD2 TCFT7 ASIP
cheesearea o PPP2CA ARCY'  mecan COH2
£ VDAC1 ITCH
MYHS : |
| / | |
02 M . N : > L .
o0 ~ L} ) L L} l!l 1 G: (&, B ®; @ ¥ @.'0 B, 0. & 9..9..0'0-8.0,8.8.8.8
1 2 3 4 5 5 7 b e 10 11 32 13 314 1516 17 18192021 222324352627 2%9
Chromosomes

1%

CONSORZIO
VACCHE ROSSI

MCI1R allele MCI1R Eallele

36 UNIVERSITA DI BOLOGNA



Presencéabsence
of wattles

Slategreyvs
blackcoat
colour

37

Pigs (Il

Fat

Lido)

£

Wgo)

w
o
~
@
w
-
©
-
-

12 13 14 1

) Phenotypicheterogeneityin Casertangopulation

5 16 17 18

1 5 6 7 8 9 10 11 12 13 14 15 16 17 18
5. -
Y LA
o . R € 2, g T
3. ool ¢ | L mas o N .
1 5 6 7 8 9 10 11 12 13 14 5 16 17 138

8 -
6 =

4
2 -
o

5 6 7 3 9 10 11 12 13 14

15 16 17 18

ALMA MATER STUDIORUM
UNIVERSITA DI BOLOGNA



e Rabbit Spottedlocus KIT)

Checkeredsiantrabbits

En/En

Megacolon

38

Ultrathin sectionsof colon
specimendixedfor TEM

Particular ofdegeneratedheuron

ALMA MATER STUDIORUM
UNIVERSITA DI BOLOGNA



